[Analysis of signal transduction pathways in cerebellar long-term depression by use of kinetic simulations].
It is essential to analyze molecular basis of synaptic plasticity systematically for understanding our psychological processes and psychological disorders. Recent progress identified many signaling molecules responsible for the regulation of synaptic plasticity. However, because multiple molecular signal transduction molecules and pathways are involved, the systematic relationship between synaptic plasticity and the currently known signal transduction pathways remains obscure. To address this issue, we here focused on cerebellar long-term depression (LTD), one of the well known synaptic plasticity. We took advantage of a simulation model for cerebellar LTD based on biochemical reactions, kinetics, and explored the behaviors of complex signal transduction pathways involved in cerebellar LTD.